Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; R factor = 0.071; wR factor = 0.219; data-to-parameter ratio = 16.1.
Related literature
For the biological activity of adamantyl-1,3,4-oxadiazole derivatives, see: Kadi et al. (2007 Kadi et al. ( , 2010 ; Al-Deeb et al. (2006) , Vernier et al. (1969) , El-Emam & Ibrahim (1991) . For the synthesis of the title compound, see: El-Emam et al. (2004) . Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 2; Ày; Àz þ 1.
Data collection: CrysAlis CCD (Oxford Diffraction, 2010); cell refinement: CrysAlis CCD; data reduction: CrysAlis RED (Oxford Diffraction, 2010); program(s) used to solve structure: SIR92 (Altomare et al., 1994); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: WinGX (Farrugia, 1999) , PLATON (Spek, 2009) , PARST95 (Nardelli, 1995) and publCIF (Westrip, 2010) .
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Molecules of the title compound form dimers connected to each other through C5-H5B···S1 with distance 3.652 (4) Å and bond angle 128.2 (3)°. The planar oxadiazole ring includes S1, C3 and C15 approximately in the same plane with distances -0.046 (2) Å, -0.085 (5) Å and 0.003 (4) Å respectively. The plane defined by the phenyl ring contains C8 with distance 0.021 (5) A°. These planar structures do not deviate significantly from planarity and the dihedral angle between the two planes is 31.3 (3)°.
Experimental
A mixture of 5-(Adamantan-1-yl)-1,3,4-oxadiazole-2-thiol (2.36 g, 0.01 mol), N-benzylpiperazine (1.76 g, 0.01 mol) and 37% formaldehyde solution (1.5 ml), in ethanol (15 ml), was stirred at room temperature for 2 h. and allowed to stand overnight. The precipitated crude product was filtered, washed with water, dried, and crystallized from ethanol to yield 
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95 to 0.98 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2 to 1.5U(C). At the end of the refinement the highest peak in the electron density was 0.4600 e Å -3 , while the deepest hole was -0.2200 e Å -3 .
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Computing details
Data collection: CrysAlis CCD (Oxford Diffraction, 2010); cell refinement: CrysAlis CCD (Oxford Diffraction, 2010); data reduction: CrysAlis RED (Oxford Diffraction, 2010); program(s) used to solve structure: SIR92 (Altomare et al., 1994) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: WinGX (Farrugia, 1999) , PLATON (Spek, 2009) , PARST95 (Nardelli, 1995) and publCIF (Westrip, 2010) .
Figure 1
An ORTEP-style plot of title compound with labeling. Ellipsoids are given at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
5-(Adamantan-1-yl)-3-[(4-benzylpiperazin-1-yl)methyl]-1,3,4-oxadiazole-2(3H)-thione

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.87513 (13) 0.09736 (11 C7-H7A 0.9700 C12-C13 1.371 (8) C7-H7B 0.9700 C12-H12 0.9300 C5-C4 1.503 (6) C23-C20 1.566 (7) C5-H5A 0.9700 C23-H23A 0.9700 C5-H5B 0.9700 C23-H23B 0.9700 C4-H4A 0.9700 C20-C18 1.483 (8) C4-H4B 0.9700 C20-H20 0.9800 C16-C17 1.562 (7) C18-H18A 0.9700 C16-H16A 0.9700 C18-H18B 0.9700 C16-H16B 0.9700 C13-H13 0.9300 C8-H8A 0.9700
